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Centroid of residue centroids. 



Centroid of residue centroids as spatial origin 
of global linear hydrophobic moment. 



Correlation between residue centroid 
magnitude and residue solvent accessibility is 
enhanced. 



Global linear hydrophobic moment defined 
with each of the residue centroids contributing 
a magnitude and direction. 



Global linear hydrophobic moment 
characterizes amphiphilicity; may be used to 
compare tertiary protein structures 
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FIG. 2 
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Cprrelation Coefficients of 
Ellipsoidal and Radial Distances 
with Solvent Accessibilities 
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Moment Magnitudes and 
mean Hydro phobicities 
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Neurnaier Hydro phobicity scale 
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FIG. 7B 
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FIG. 7C 



FIG. 7D 
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FIG. 8 
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FIG. 9 
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Defensin and Defensin like 
Moment Magnitudes and 
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FIG. 1 1 A 



FIG. 1 IB 



